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SUBJECT INDEX
Ablation, irradiation effects in, 2,5-dihydroxybenzoic acid
monocrystals in, 893
Acidic residues, in gas phase H/D exchange of peptides and
peptide dimers, 1477
Acrylonitrile cations, long-lived excited electronic states of, 110
Activation energy, for unimolecular dissociation of noncovalent
gas phase peptide, 1282
Adenylate kinase, association constants of, with noncovalent
inhibitors, 442
Advantages of Thermococcus kodakaraenis (KOD) DNA polymer-
ase for PCR-mass spectrometry based analyses, 601
Aldehydes, short chain, protein modification by, ESI-MS/MS of,
215
Alkali/alkaline earth metal cation selectivity, of lariat ether
amides, ESI-MS evaluation of, 1215
Alkanes, cyclopentadienylcobalt ion reactions with, 51
Alkyl derivatives, in glycosidic bonds, CID of, 63
Alkylaniline guanine adducts, C8-substituted, differentiation by
ESI and quadrupole ion trap MS/MS, 1488
Allosteric inhibition, of protein-protein interaction, MS of, 8
Alternative approaches to infrared multiphoton dissociation in
an external ion reservoir, 1413
Amine/polyether complexes, protonated, in quadrupole ion
trap, threshold dissociation energies of, 383
Amino acids, carbon isotope ratio determination in, ICP-MS for,
295
Ammonium ion-mediated resorcarene capsules: ESI-FTICR-MS
study on gas phase structure and ammonium ion affinity
of tetraethyl resorcarene and its per-methylated deriva-
tive, 143
Analysis of unsaturated compounds by Ag coordination ion-
spray MS: studies of formation of Ag/lipid complex,
872
Analytical approach for description of ion motion in quadrupole
mass spectrometer, 818
Antibiotic linked to peptides and proteins released by ECD-
FTICR-MS, 302, 682
Antibody beads, peptides affinity-bound to, direct MALDI-
MS/MS of, 1076
Application of self-ionization for enhancing stereochemical and
positional effects from arylglycosides under electron ion-
ization conditions in an ion trap mass spectrometer, 851
Aromatic hydrocarbons, polycyclic, in solid matrices, 562
Arylamine DNA adducts, isotope dilution LC-MS/MS detection
method for, 1057
Arylglycosides, self-ionization of, 851
ASGDI. See Atmospheric sampling glow discharge ionization
Association constants, of adenylate kinase, with noncovalent
inhibitors, 442
Atmospheric pressure, environmental, and ionization pathways
of polyfluorinated chemicals, 1177
Atmospheric pressure matrix-assisted laser desorption/ioniza-
tion, infrared, in study of noncovalent sugar-sugar com-
plexes, 1158
Atmospheric sampling glow discharge ionization, analytical per-
formance of, factors influencing, 1315
Atomic fragment losses, slower than polyatomic fragment
losses, 136
ATPase supramolecular protein complex, H/D exchange on,
MALDI-MS analysis of, 471
Automated data interpretation based on concept of “negative
signature mass” for mass-mapping disulfide structures of
cystinyl proteins, 1032
Axial ion ejection, from linear quadrupole ion trap, 1130
Azobeneze group, cyclodextrin bearing by, identification by ESI-
MS, 1116
Bacteria, whole cell
FTMS of, 1306
MALDI-TOFMS of, 1306
quality and reproducibility of, 342
Bacterial fatty acids, picolinyl esters of, 58
Beta-cyclodextrin inclusion complexes, ternary gas phase, ES-MS
of, 449
Bis(imidazole-1-carboxylate) end-functionalized polymers,
MALDI-MS study of, 117
Book reviews
Analytical Advances for Hydrocarbon Research, 1327
Applications of Inorganic Mass Spectrometry, 1204
Mass Spectrometry and Hyphenated Techniques in Neuropeptide
Research, 81, 287
Mass Spectrometry Basics, 924
Mass Spectrometry in Cancer Research, 79
Plasma Source Mass Spectrometry: The New Millenium, 171
Bradykinin ions, gas phase, H/D exchange of, 85
Breast, tumor and healthy tissue in, detecting estrogen DNA-
adducts in, nano-LC combined with nano-ES MS/MS in,
482
CAD. See Collisionally activated dissociation entries
Cancer research, MS in, 79
Capillary LC-TOFMS, proteome analyses with, 980
Carbohydrates, phosphorylated, isomeric differences of, probing
with ion/molecule reactions and FTICR-MS, 323
Carbon isotope ratio determination in amino acids, proteins,
and oligosaccharides by ICP-MS, 295
Carboxylates, nonylphenol, in water and sludge, LC-ES-MS/MS
of, 516
Cation exchange -HPLC-ESI-MS/MS, on-line strong, 719
Characterization and relative ionization efficiencies of end-func-
tionalized polystyrenes by MALDI-MS, 648
Characterization of allosteric inhibition of a protein-protein in-
teraction by MS, 8
Chemical ionization
of deuteron transfer initiated propene loss from propoxypyri-
dines, 1166
of polyfluorinated chemicals: a connection to environmental
atmospheric pressure, 1177
Chemical ionization-MS/MS, internal energy deposition in, 102
Chemical warfare agents, detection by ion/molecule reactions,
182
Chiral recognition characteristics of metal and proton complexes
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of di-o-benzoyl-tartaric acid dibutyl ester and L-trypto-
phan in gas phase, 571
Chondroitin sulfate oligosaccharides, MS/MS of, 1270
Chorismate mutase inhibitor, noncovalent, binding evaluation
by ESI-MS, 1470
Chromatin-associated factors, proteomic analysis of, 687
Chromium oxyanions, gas phase, ion-molecule reactions of, 1067
CID. See Collision-induced dissociation
CIS-MS. See Coordination ionspray mass spectrometry
Classification of lactate dehydrogenase of different origin by
LC-MS and multivariate analysis, 236
Collision energy
arbitrary distribution of, 1348
effect on N-protonated diglycine surface-induced dissociation,
1402
Collision rate constants for polarizable ions, 501
Collisionally activated dissociation, in evaluation of noncovalent
interactions of polyether compounds with peptides, 1148
Collisionally activated dissociation-MS, of doubly charged hy-
perbranched polyesteramides, 332
Collisionally activated dissociation-quadrupole MS/MS, on
phosphatidylcholines, fragmentation processes in, 352
Collision-induced dissociation
fast excitation, in quadrupole ion trap MS, 785
incorporation with LC-IMS-TOFMS techniques, 1424
of methionine oxidation in peptides, 605
of peralkylated disaccharides, 63
uranyl cation in, 1205
Collisions of slow polyatomic ions with surfaces: scattering
method and results, 1360
Combination of two matrices results in improved performance
of MALDI-MS for peptide mass mapping and protein
analysis, 992
Comparative ESI-MS study of hemocyanins from deep-sea and
shore crabs: from protein oligomeric state to biotope, 419
Comparative studies of poly(dimethyl siloxanes) using auto-
mated GPC-MALDI-TOFMS and on-line GPC-ESI-
TOFMS, 195
Comparison of different tests for identification of a compound
from its mass spectrum, 262, 264
Comparison of laser desorption and MALDI for ruthenium and
osmium trisbipyridine complexes using FTMS, 393
Conference review, 15th Sanibel conference on mass spectro-
metry: ion activation in chemistry and biochemistry:
mechanisms, dynamics, and applications, 680
Coordination ionspray-MS, Ag, in analysis of unsaturated com-
pounds, 872
Copper, reduction in MALDI-MS, 42
Curie-point pyrolysis, of bacterial fatty picolinyl esters, 58
Cycloalkylidene malonic acids, polycyano push-pull pentadienes
from, EI-MS of, 189
Cyclodextrin(s), unsubstituted and disubstituted, ESI-MS of, 124
Cyclodextrin bearing, by azobenzene group, identification by
ESI-MS, 1116
Cyclodextrin complex binding constants, ESI-MS evaluation of,
1123
Cyclopentadienylcobalt ion, reactions with alkanes, 51
Cystinyl proteins, mass mapping disulfide structures of, nega-
tive signature mass algorithm in, 1032
DAD. See Diode array detection
Data acquisition, simultaneous vs single-channel scanning, for
ICP sector-field mass spectrometers, 227
De novo peptide sequencing by MALDI-quadrupole ion trap
MS: a preliminary study, 1012
Dehydroalanine, selenocysteine conversion to, 593
Deoxyguanosine, linkage to deuterated 2-hydroxyestradiol, LC/
ESI-ion trap MS of, 364
Deprotonated trinucleotides, gas phase conformations of, 161
Detection and characterization of methionine oxidation in pep-
tides by CID and ECD, 605
Detection of estrogen DNA-adducts in breast tumor tissue and
healthy tissue by combined nano-LC and nano-ES MS/
MS, 482
Determination of the activation energy for unimolecular dissoci-
ation of a noncovalent gas phase peptide: substrate com-
plex by infrared multiphoton dissociation FTICR MS,
1282
Deuteron transfer, propene loss from propolypyridines initiated
by, 1166
Development of an isotope dilution LC-MS/MS detection
method for DNA adducts of selected aromatic amines,
1057
Development of LC-IMS-CID-TOFMS techniques: analysis of a
256-component tetrapeptide combinatorial library, 1424
Diazinon photocatalytic degradation products, 803
Dication(s)
oligodeoxynucleotide, electron capture dissociation and infra-
red multiphoton dissociation of, 23
in stabilization of gas phase ternary -cyclodextrin inclusion
complexes observed by ES-MS, 449
Diethylene glycol monobutyl ether, as contaminant in ion trap
mass spectrometer, 1247
Differentiation of flavonoid glycoside isomers using metal com-
plexation and ESI-MS, 1437
Differentiation of isomeric C8-substituted alkylaniline adducts
of guanine by ESI and quadrupole ion trap MS/MS, 1488
Diffusion measurements by ESI-MS for studying solution-phase
noncovalent interactions, 430
Digestion, of surface-bound proteins, 203
Diglycine, N-protonated surface-induced dissociation, collision
energy effect on, 1402
2,5-Dihydroxybenzoic acid monocrystals, and irradiation effects
on MALDI, ablation, ion production, and surface modifi-
cations, 893
Dimethyl methylphosphonate, detection by ion/molecule reac-
tions, 182
Di-o-benzoyl-tartaric acid dibutyl ester, metal and proton com-
plexes of, in gas phase, chiral recognition characteristics
of, 571
Diode array detection. See also High performance liquid chroma-
tography-diode array detection
1,4-Dioxane, phosphonium ion ketalization by, 182
Direct determination of polycyclic aromatic hydrocarbons in
solid matrices using laser desorption/laser photoioniza-
tion ion trap MS, 562
Direct dynamics study of N-protonated diglycine surface-in-
duced dissociation: influence of collision energy, 1402
Disaccharides
differentiating anomers, linkage, and position isomers of,
FAIMS for, 265
peralkylated, low energy CID of, 63
Discovery of long-lived excited electronic states of vinylchloride,
vinylbromide, vinyliodide, and acrylonitrile cations, 110
Discriminator interface, for nanoflow ESI-MS, 1236
Dissociation energies, threshold, of protonated amine/polyether
complexes in quadrupole ion trap, 383
Dissociation of individual isotopic peaks: predicting isotopic
distributions of product ions in MSn, 310
Disulfide structures, of cystinyl proteins, negative signature
mass algorithm in mass mapping of, 1032
Diuretics, fragmentation of, in negative ESI-MS, 658
DMMP. See Dimethyl methylphosphonate
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DMPO adducts, of oxygen-centered radicals, separation and
identification of, 862
Drugs, illicit, LC-MS/MS bioanalysis of, matrix effect in, 1290
Earth metal cations, alkali/alkaline, lariat ether amide selectivity
of, ESI-MS evaluation of, 1215
ECD. See Electron capture dissociation
Editorials
focus on proteomics in honor of Ruedi Aebersold, 2002 Bi-
emann awardee, 683
focus on proteomics in honor the 2002 contribution in mass
spectrometry award to W. J. Henzel, J. T. Stults, and C.
Watanabe, 930
focus on the 2003 Sanibel conference—ion activation in chem-
istry and biochemistry: mechanisms, dynamics, and ap-
plications, 1329
noncovalent interactions, 417
Effect of different solution flow rates on analyte ion signals in
nano-ESI MS, 492
Effect of location of hydrogen abstraction on the fragmentation
of diuretics in negative ESI-MS, 658
Effects of modulation defects on Hadamard transform-TOFMS,
278
Efficient determination and evaluation of model cyclodextrin
complex binding constants by ESI-MS, 1123
EI. See Electron ionization entries
Electron autodetachment dynamics, of trapped gas phase oligo-
nucleotides, 1330
Electron capture dissociation
and CAD-MS of doubly charged hyperbranched polyesteram-
ides, 332
and infrared multiphoton dissociation of oligodeoxynucle-
otide dications, 23
of methionine oxidation in peptides, 605
Electron capture dissociation-FTICR-MS, peptide- and protein-
linked antibiotic released by, 302, 682
Electron capture dissociation-MS, of secreted proteins from My-
cobacterium tuberculosis, 253
Electron ionization mass spectra of exo-endo double bond iso-
mers of polycyano “push-pull” pentadienes derived from
cycloalkylidene malonic acids, 189
Electron spin resonance, in separation and identification of oxy-
gen-centered radical DMPO adducts, 862
Electronic states, long-lived excited, of vinylchloride, vinylbro-
mide, vinyliodide, and acrylonitrile cations, 110
Electrospray ionization, metal nitrate negative ions produced by,
MS/MS of, 671
Electrospray ionization-FTICR-MS
of ammonium ion-mediated resorcarene capsules, 143
in sequence confirmation of modified oligonucleotides, 825
Electrospray ionization-ion trap MS
of deoxyguanosine linkage to deuterated 2-hydroxyestradiol,
364
in separation and identification of oxygen-centered radical
DMPO adducts, 862
Electrospray ionization-MS
in cyclodextrin complex binding constant evaluation, 1123
diffusion measurements of solution phase noncovalent inter-
actions by, 430
in evaluating lariat ether amide selectivities, 1215
in evaluating noncovalent chorismate mutase inhibitor bind-
ing, 1470
in evaluating photoinduced changes, 1110
in flavonoid glycoside isomer differentiation, 1437
of hemocyanins, 419
in identification of cyclodextrin bearing by azobenzene group,
1116
in indirect assessment of hydrophobic ligand binding, 506
negative, diuretic fragmentation in, 658
of unsubstituted and disubstituted -cyclodextrins, 124
Electrospray ionization-MS/MS
HPLC with, in on-line strong cation exchange, 719
of protein modification by 4-hydroxy-2-nonenal and other
short chain aldehydes, 215
in trypsin-catalyzed 16O-to-18O exchange, for comparative
proteomics, 704
Electrospray ionization-quadrupole ion trap MS/MS, in differ-
entiation of C8-substituted alkylaniline guanine adducts,
1488
Electrospray ionization-quadrupole MS/MS, on phosphatidyl-
cholines, fragmentation processes in, 352
Electrospray quadrupole-TOFMS, noise filtering techniques for,
766
Electrospray-MS
of gas phase ternary -cyclodextrin inclusion complexes, 449
solution flow rates in, analyte ion signals and, 492
Electrospray-MS/MS, nano-LC combined with, to detect estro-
gen DNA-adducts in breast tumor and healthy tissue, 482
Electrospray-MS/MS investigations of morphinans, 1262
Elimination of water from the carboxyl group of GlyGlyH,
1192
Elucidation of the CID pathways of water and alcohol coordi-
nated complexes containing the uranyl cation, 1205
Elution time peptide tags, in proteome analyses, with capillary
LC-TOFMS, 980
Endgroup-assisted siloxane bond cleavage in gas phase, 1039
Energy transfer, in inelastic molecular collisions, 1348
Environmental atmospheric pressure, and ionization pathways
of polyfluorinated chemicals, 1177
Epidermal growth factor receptor, ligand-induced site-specific
phosphorylation of, 1022
Epitope peptides, identification of, by direct MALDI-MS/MS,
1076
Erratum, New derivatization strategy for analysis of phos-
phopeptides by precursor ion scanning in positive ion
mode, 83
ESI. See Electrospray ionization entries
ES-MS. See Electrospray-MS
ESR. See Electron spin resonance
Estrogen DNA-adducts, in breast tumor and healthy tissue, de-
tection by combined nano-LC and nano-ES MS/MS, 482
Evaluation of alkali and alkaline earth metal cation selectivities
of lariat ether amides by ESI-MS, 1215
Evaluation of an improved general unknown screening proce-
dure using LC-ES-MS by comparison with GC and
HPLC-DAD, 14
Evaluation of MALDI-MS for studying sec-butyllithium and n-
butyllithium initiated ring-opening polymerization of
hexamethylcyclotrisiloxane, 95
Evaluation of noncovalent interactions between peptides and
polyether compounds via energy-variable CAD, 1148
Evaluation of photoinduced changes in stability constants for
metal-ion complexes of crowned spirobenzopyran deriva-
tives by ESI-MS, 1110
Experimental and theoretical investigation of the main fragmen-
tation pathways of protonated H-Gly-Gly-Sar-OH and
H-Gly-Sar-Sar-OH, 1454
Experimental and theoretical study of gas phase interaction be-
tween ionized nitrile sulfides and pyridine, 241
Experimental factors affecting the quality and reproducibility of
MALDI-TOF mass spectra obtained from whole bacteria
cells, 342
Exploiting complementary nature of LC-MALDI-MS/MS and
LC-ESI-MS/MS for increased proteome coverage, 971
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Factors influencing the analytical performance of an ASGDI
source as revealed via ionization dynamics modeling,
1315
FAIMS. See High-field asymmetric waveform ion mobility spec-
trometry
Fast excitation CID in quadrupole ion trap MS, 785
Fatty acid picolinyl esters, GC-MS determination of, 58
Fingerprinting, of peptides
mass assignment from, 943
origins of, 931
Fitness for purpose, of MS methods, 528
Flavonoid glycoside isomers, differentiation with metal compl-
exation and ESI-MS, 1437
Flow rate, in nano-ESI-MS, analyte ion signals and, 492
Fourier transform ion cyclotron resonance-MS
of ammonium ion-mediated resorcarene capsules, 143
infrared multiphoton dissociation, in determining activation
energy for noncovalent gas phase peptide unimolecular
dissociation, 1282
with nanoLC/microelectrospray ionization and MALDI: ana-
lytical performance in peptide mass fingerprint analysis,
553
in probing phosphorylated carbohydrate isomeric differences,
323
in quantification of phosphorylated positional isomers, 916
Fourier transform-MS
in analysis of whole cell bacteria, 1306
in comparison of laser desorption and MALDI for ruthenium
and osmium trisbipyridine complexes, 393
Fragmentation
of cationized phosphotyrosine containing peptides by atmo-
spheric pressure MALDI-ion trap spectrometry, 581
of noncovalent sugar-sugar complexes by infrared atmo-
spheric pressure MALDI, 1158
Fraying and electron autodetachment dynamics of trapped gas
phase oligonucleotides, 1330
FTICR-MS. See Fourier transform ion cyclotron resonance-MS
FTMS. See Fourier transform-MS
Ganglia, invertebrate, spatial profiling, 752
Gas(es), heavy, using static pressures of, in quadrupole ion trap,
1099
Gas chromatography, toxicological screening using, 14
Gas chromatography-MS, of fatty acid picolinyl esters by direct
Curie-point pyrolysis of whole bacterial cells, 58
Gas chromatography-MS/MS, of diazinon photocatalytic degra-
dation products, 803
Gas phase
bradykinin ions in, H/D exchange of, in linear quadrupole
ion trap, 85
chromium oxyanions in, ion-molecule reactions of, 1067
conformations of deprotonated trinucleotides in: zwitterion
formation, 161
dissociation of multiply charged peptide clusters in, 1373
endgroup-assisted siloxane bond cleavage in, 1039
H/D exchange of peptides and peptide dimers in, acidic resi-
dues and sodium ion adduction in, 1477
metal and proton complexes of di-o-benzoyl-tartaric acid
dibutyl ester and L-tryptophan in, chiral recognition char-
acteristics of, 571
noncovalent peptide in, unimolecular dissociation of, FTICR
of, 1282
ternary -cyclodextrin inclusion complexes in, ES-MS of, 449
trapped oligonucleotides in, fraying and electron autodetach-
ment dynamics of, 1330
GC. See Gas chromatography
Gel permeation chromatography-MALDI-TOFMS, of poly(dim-
ethyl siloxanes), 195
Glycopeptides, high resolution scanning of, 777
Glycosidic bonds, CID of, alkyl derivatives in, 63
GlyGlyH carboxyl group, eliminating water from, 1192
GPC. See Gel permeation chromatography entries
Guanine, C8-substituted alkylaniline adducts of, differentiation
by ESI and quadrupole ion trap MS/MS, 1488
Hadamard transform-TOFMS, modulation defects and, 278
Hemocyanins, ESI-MS of, 419
Hexamethylcyclotrisiloxane, polymerization of, 95
H-Gly-Gly-Sar-OH and H-Gly-Sar-Sar-OH, protonated, fragmen-
tation pathways of, 1454
High field asymmetric waveform ion mobility spectrometry, for
differentiating disaccharide anomers, linkage, and posi-
tion isomers, 265
High performance liquid chromatography-diode array detection,
toxicological screening using, 14
High performance liquid chromatography-ESI-MS/MS, on-line
strong cation exchange, 719
High performance liquid chromatography-ESR
multidimensional nano, for protein complex analysis, 1003
in separation and identification of oxygen-centered radical
DMPO adducts, 862
Homolytic cleavages in pyridinium ions, an excited state pro-
cess, 790
HPLC. See High performance liquid chromatography
Hydrocarbons
pure, in Titan’s atmosphere, ion-molecule reactions in, 900
saturated, molecular mass determination of, 51
Hydrogen abstraction, diuretic fragmentation and, in negative
ESI-MS, 658
Hydrogen/deuterium exchange
of gas phase bradykinin ions in a linear quadrupole ion trap,
85
of gas phase peptides and peptide dimers, acidic residues and
sodium ion adduction in, 1477
in indirect assessment of hydrophobic ligand binding, 506
on yeast ATPase supramolecular protein complex analyzed at
high sensitivity by MALDI-MS, 471
Hydrophobic ligand binding, indirect assessment of, ESI-MS
and H/D exchange in, 506
Hydrophobic surface chemistry and morphology, effect on di-
gestion of surface-bound proteins, 203
2-Hydroxyestradiol, deuterated, deoxyguanosine linkage to, LC/
ESI-ion trap MS of, 364
4-Hydroxy-2-nonenal, protein modification by, ESI-MS/MS of,
215
ICP. See Inductively coupled plasma entries
Identification of an in vitro IRS-1 phosphorylation site by nega-
tive-ion LC/ES-API-CID-MS hybrid scan technique, 401
Identification of diethylene glycol monobutyl ether as a source
of contamination in an ion trap mass spectrometer, 1247
Identification of face-to-face inclusion complex formation of cy-
clodextrin bearing an azobenzene group by ESI-MS, 1116
Identification of oxidation products and free radicals of trypto-
phan by MS, 406
Identification of photocatalytic degradation products of diazinon
in TiO2 aqueous suspensions using GC-MS/MS and
LC-MS with quadrupole TOFMS, 803
Illicit drugs, LC-MS/MS bioanalysis of, matrix effect in, 1290
IMS. See Ion mobility spectrometry
Incremented alkyl derivatives enhance collision-induced glyco-
sidic bond cleavage in MS of disaccharides, 63
Indirect assessment of small hydrophobic ligand binding to a
1504 SUBJECT INDEX J Am Soc Mass Spectrom 2003, 14, 1501-1509
model protein using a combination of ESI-MS and H/D
exchange/ESI-MS, 506
Inductively coupled plasma MS, carbon isotope ratio determina-
tion with, 295
Inductively coupled plasma sector-field mass spectrometers, si-
multaneous or scanning data acquisition for, 227
Infrared atmospheric pressure MALDI, in study of noncovalent
sugar-sugar complexes, 1158
Infrared multiphoton dissociation. See also Electron capture dis-
sociation and infrared multiphoton dissociation
in external ion reservoir, 1413
Infrared multiphoton dissociation-FTICR-MS, in determining
activation energy for noncovalent gas phase peptide uni-
molecular dissociation, 1282
Insulin receptor substrate-1 phosphorylation site, identification
negative-ion LC/ES-API-CID-MS hybrid scan technique,
401
Intercomparison study on accurate mass measurement of small
molecules in mass spectrometry, 1086
Internal energy deposition in chemical ionization/tandem mass
spectrometry, 102
Invertebrate ganglia, spatial profiling, 752
Investigation of regio- and stereoselectivity of deoxyguanosine
linkage to deuterated 2-hydroxyestradiol using LC/ESI-
ion trap MS, 364
Investigative proteomics: identification of an unknown plant
virus from infected plants using MS, 736
Ion activation
alternative approaches to infrared multiphoton dissociation in
an external ion reservoir, 1413
in chemistry and biochemistry, mechanisms, dynamics, and
applications of, 1329
collisions of slow polyatomic ions with surfaces: scattering
method and results, 1360
direct dynamics study of N-protonated diglycine surface-in-
duced dissociation: influence of collision energy, 1402
fraying and electron autodetachment dynamics of trapped gas
phase oligonucleotides, 1330
gas phase dissociation pathways of multiply charged peptide
clusters, 1373
model for energy transfer in inelastic molecular collisions ap-
plicable at steady state or non-steady state and for an ar-
bitrary distribution of collision energies, 1348
peptide sequencing using a patchwork approach and surface-
induced dissociation in sector-TOF and dual quadrupole
MS, 1387
surface-induced dissociation of peptide ions, 1340
Ion ejection, from linear quadrupole ion trap, 1130
Ion mobility spectrometry, incorporation with LC-CID-TOFMS
techniques, 1424
Ion motion, in quadrupole mass spectrometer, analytical de-
scription of, 818
Ion production, irradiation effects in, 2,5-dihydroxybenzoic acid
monocrystals in, 893
Ion reservoir, external, infrared multiphoton dissociation in,
1413
Ion trap
linear, resonant excitation in, 622
quadrupole. See Quadrupole ion trap entries
Ion trap mass spectrometer
diethylene glycol monobutyl ether contamination of, 1247
self-ionization of arylglycosides in, 851
Ion trap-MS
cationized phosphotyrosine fragmentation by, 581
in determining polycyclic aromatic hydrocarbons in solid ma-
trices, 562
in trypsin-catalyzed 16O-to-18O exchange, for comparative
proteomics, 704
Ionization pathways, of polyfluorinated chemicals, environmen-
tal atmospheric pressure and, 1177
Ionized nitrile sulfides, gas phase interaction with pyridine, 241
Ion-molecule reactions
of gas phase chromium oxyanions, 1067
in probing phosphorylated carbohydrate isomeric differences,
323
as a quantification method for phosphorylated positional iso-
mers, FTICR approach to, 916
IRMPD. See Infrared multiphoton dissociation
Irradiation effects in MALDI, ablation, ion production, and sur-
face modifications, 2,5-dihydroxybenzoic acid monocrys-
tals, 893
IRS-1. See Insulin receptor substrate-1
Isoindoloquinazolines, stereoisomeric, mass spectra fragmenta-
tions in, 1049
Isomeric peptides, binary and ternary mixtures of, kinetic
method in recognition and quantification of, 152
Isomers, phosphorylated positional, quantification by FTICR,
916
Isotopic peaks, individual, dissociation of, 310
Iterative data analysis is the key for exhaustive analysis of pep-
tide mass fingerprints separated by two-dimensional elec-
trophoresis, 943
Ketalization of phosphonium ions by 1,4-dioxane: selective de-
tection of chemical warfare agent stimulant DMMP in
mixtures using ion/molecule reactions, 182
Kinetic constant determinations, of yeast hexokinase, using MS-
based assays, 173
Kinetic method, in recognition and quantification of binary and
ternary mixtures of isomeric peptides, 152
Lactate dehydrogenase, classification by LC-MS and multivari-
ate analysis, 236
Lariat ether amides, selectivities of, ESI-MS evaluation of, 1215
Laser desorption, for ruthenium and osmium trisbipyridine
complexes, FTMS evaluation of, 393
Laser desorption/laser photoionization ion trap-MS, in deter-
mining polycyclic aromatic hydrocarbons in solid matri-
ces, 562
LC. See Liquid chromatography entries
Ligand-induced site-specific phosphorylation of EGF receptor,
1022
Lipid, silver complex formation with, CIS-MIS analysis of, 872
Liquid chromatography-electrospray-MS, toxicological screening
by, 14
-Liquid chromatography-ES-API-CID-MS hybrid scan tech-
nique, to identify IRS-1 phosphorylation site, 401
Liquid chromatography-ESI-ion trap MS, of deoxyguanosine
linkage to deuterated 2-hydroxyestradiol, 364
Liquid chromatography-ESI-MS/MS
in identification of two-dimensional gel proteins, 956
LC-MALDI-MS/MS complementation of, in proteomics, 971
of nonylphenol carboxylates in water and sludge, 516
Liquid chromatography-IMS-CID-TOFMS techniques, incorpora-
tion of, 1424
Liquid chromatography-MALDI-MS/MS, LC-ESI-MS/MS
complementation of, in proteomics, 971
Liquid chromatography-MS
of diazinon photocatalytic degradation products, 803
in lactate dehydrogenase classification, 236
Liquid chromatography-MS/MS
in bioanalysis of illicit drugs, matrix effect in, 1290
isotope dilution, in arylamine DNA adduct detection, 1057
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Liquid chromatography-TOFMS, capillary, proteome analyses
with, 980
Loss of selenium from selenoproteins: conversion of selenocys-
teine to dehydroalanine in vitro, 593
Low nanogram per liter determination of halogenated nonyl-
phenols, nonylphenol carboxylates, and their non-haloge-
nated precursors in water and sludge by LC-ES-MS/MS,
516
Lymphoblastoid cells, thymosin -4 identification from, SELDI-
TOF MS in, 760
Lysine-specific mass tagging, in peptide sequencing and protein
quantification, in human proteome, 1
MALDI-MS. See Matrix-assisted laser desorption/ionization-MS
Mass measurement, accurate, in MS, 1086
Mass selective axial ion ejection from a linear quadrupole ion
trap, 1130
Mass spectra, pure component, reconstruction with weighted
two-band target entropy minimization, 1295
Mass spectrometers, ICP sector-field, simultaneous or scanning
data acquisition for, 227
Mass spectrometry
in analysis of the editosome and other multiprotein complexes
in Trypanosoma brucei, 728
in characterization of transferrins and their fragments derived
by reduction of disulfide bonds, 635
in determination of association constants of adenylate kinase
with two noncovalent inhibitors, 442
of the effects of hydrophobic surface chemistry and morphol-
ogy on the digestion of surface-bound proteins, 203
methods in, fitness for purpose of, 528
noncovalent protein-ligand complexes and: confirmation of
binding sites and changes in tertiary structure, 460
in protein and proteome research, 685
of some protonated and lithiated 2,5-disubstituted1,3,4-oxadia-
zoles, 289
of tirapazamine and its metabolites: insights into mechanism
of metabolic transformations and characterization of reac-
tion intermediates, 881
Mass spectrum, identifying compound from, tests for, 262, 264
Matrix effect in bioanalysis of illicit drugs with LC-MS/MS: in-
fluence of ionization type, sample preparation, and
biofluid, 1290
Matrix-assisted laser desorption/ionization
irradiation effects in, 2,5-dihydroxybenzoic acid monocrystals
in, 893
for ruthenium and osmium trisbipyridine complexes, FTMS
evaluation of, 393
Matrix-assisted laser desorption/ionization-FTICR-MS, in pep-
tide mass fingerprint analysis, 553
Matrix-assisted laser desorption/ionization-ion trap MS, cation-
ized phosphotyrosine fragmentation by, 581
Matrix-assisted laser desorption/ionization-MS. See also Gel per-
meation chromatography-MALDI-TOFMS
of bis(imidazole-1-carboxylate) end-functionalized polymers,
117
Cu(II) reduction in, 42
of end-functionalized polystyrenes, 648
of H/D exchange on ATPase supramolecular protein com-
plex, 471
hexamethylcyclotrisiloxane polymerization studied by, 95
matrix mixture for, in peptide mass mapping and protein
analysis, 992
in spatial profiling invertebrate ganglia, 752
Matrix-assisted laser desorption/ionization-MS/MS
direct, of peptides affinity-bound to antibody beads, 1076
in trypsin-catalyzed 16O-to-18O exchange, for comparative
proteomics, 704
Matrix-assisted laser desorption/ionization-quadrupole ion trap
MS, for de novo peptide sequencing, 1012
Matrix-assisted laser desorption/ionization-TOFMS
in analysis of whole cell bacteria, 1306
in identification of two-dimensional gel proteins, 956
in phosphatidylcholine structural analysis, 373
from whole bacteria cells, quality and reproducibility of, 342
Metal cluster ions, group-11, photodissociation of, 614
Metal complexation, in flavonoid glycoside isomer differentia-
tion, 1437
Metal complexes
of crowned spirobenzopyran derivatives, evaluating photoin-
duced changes by ESI-MS, 1110
of di-o-benzoyl-tartaric acid dibutyl ester and L-tryptophan, in
gas phase, chiral recognition characteristics of, 571
dissociation of, metal ion and ligand effects on, 152
Metal nitrate negative ions, produced by ESI, MS/MS of, 671
Methionine oxidation, in peptides, CID and ECD of, 605
Micro-liquid chromatography/ES-API-CID-MS hybrid scan tech-
nique, to identify IRS-1 phosphorylation site, 401
Model for energy transfer in inelastic molecular collisions appli-
cable at steady state or non-steady state and for an arbi-
trary distribution of collision energies, 1348
Molecular mass determination of saturated hydrocarbons: reac-
tivity of 5-cyclopentadienylcobalt ion (CpCorchemp
and linear alkanes up to C-30, 51
Morphinans, ESI-MS/MS investigations of, 1262
MS. See Mass spectrometry
MS/MS. See Tandem mass spectrometry
MS2Assign, automated assignment and nomenclature of
MS/MS of chemically crosslinked peptides, 834
Multidimensional nano-HPLC for analysis of protein complexes,
1003
Multiphoton dissociation, infrared, in external ion reservoir,
1413
Multiple inhibitor screening and kinetic constant determinations
for yeast hexokinase using MS-based assays, 173
Multivariate analysis, in lactate dehydrogenase classification,
236
Mycobacterium tuberculosis, secreted proteins from, ECD-MS of,
253
Nano-electrospray-MS, solution flow rates in, analyte ion signals
and, 492
Nano-electrospray-MS/MS, nano-LC combined with, to detect
estrogen DNA-adducts in breast tumor and healthy tis-
sue, 482
Nanoflow electrospray ionization-MS, particle discriminator in-
terface for, 1236
Nano-HPLC, multidimensional, for protein complex analysis,
1003
Nano-liquid chromatography, nano-ES MS/MS combined with,
to detect estrogen DNA-adducts in breast tumor and
healthy tissue, 482
Nano-liquid chromatography/microelectrospray ionization,
FTICR-MS with, in peptide mass fingerprint analysis, 553
Negative signature mass algorithm, 1032
Neuropeptide research, MS and hyphenated techniques in, 81,
287
New derivatization strategy for analysis of phosphopeptides by
precursor ion scanning in positive ion mode, erratum in,
83
N-formylkynurenine, from tryptophan, identification by MS, 406
Nitrile sulfides, ionized, gas phase interaction with pyridine, 241
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Noise filtering techniques for electrospray quadrupole-TOFMS,
766
Noncovalent inhibitors, association constants of adenylate ki-
nase with, 442
Noncovalent interactions, solution phase, ESI-MS diffusion mea-
surements of, 430
Noncovalent protein-ligand complexes, confirming binding sites
and tertiary structure of, MS for, 460
16O-to-18O exchange, trypsin-catalyzed, for comparative pro-
teomics, 704
Oligodeoxynucleotide dications
ECD and IRMPD of, 23
electron capture dissociation and infrared multiphoton disso-
ciation of, 23
Oligonucleotides
modified, sequence confirmation of, 825
trapped gas phase, fraying and electron autodetachment dy-
namics of, 1330
Oligosaccharides
carbon isotope ratio determination in, ICP-MS for, 295
chondroitin sulfate, MS/MS of, 1270
On-line strong cation exchange -HPLC-ESI-MS/MS for protein
identification and process optimization, 719
Optimized collision energies and high resolution, high accuracy
fragment ion selection to improve glycopeptide detection
by precursor ion scanning, 777
Organolithium, ring-opening hexamethylcyclotrisiloxane poly-
merization initiated by, MALDI-MS study of, 95
1,3,4-Oxadiazoles, protonated and lithiated, MS study of, 289
Oxidation products, of tryptophan, identification by MS, 406
Oxygen-centered radicals, DMPO adducts of, separation and
identification of, 862
Particle discriminator interface, for nanoflow ESI-MS, 1236
Pentadienes, push-pull, from cycloalkylidene malonic acids,
EI-MS of, 189
Peptide(s)
affinity-bound to antibody beads, direct MALDI-MS/MS of,
1076
antibiotic linked to, released by ECD-FTICR-MS, 302, 682
crosslinked, fragmentation and assignment of, 834
gas phase H/D exchange of, acidic residues and sodium ion
adduction in, 1477
mass fingerprinting of
analysis with FTICR-MS, nanoLC/microelectrospray ioniza-
tion, and MALDI, 553
mass assignment from, 943
matrix mixture for MALDI-MS in, 992
negative signature mass algorithm in, 1032
origins of, 931
methionine oxidation in, CID and ECD of, 605
noncovalent interactions of polyether compounds with, CAD
evaluation of, 1148
Peptide clusters, multiply charged, gas phase dissociation path-
ways of, 1373
Peptide ions, surface-induced dissociation of, 1340
Peptide sequencing
de novo, MALDI-quadrupole ion trap MS for, 1012
lysine-specific mass tagging in, in human proteome, 1
using a patchwork approach and surface-induced dissociation
in sector-TOF and dual quadrupole MS, 1387
Peptide tags, elution time, in proteome analyses with capillary
LC-TOFMS, 980
Peralkylated disaccharides, low energy CID of, 63
Phosphatidylcholines
structural analysis by PSD MALDI-TOFMS, 373
tandem quadrupole MS of, fragmentation processes in, 352
Phosphonium ions, ketalization by 1,4-dioxane, 182
Phosphopeptides, analysis by precursor ion scanning in positive
ion mode, erratum in, 83
Phosphorylated carbohydrates, isomeric differences of, probing
with ion/molecule reactions and FTICR-MS, 323
Phosphotyrosine, cationized, fragmentation by atmospheric
pressure MALDI/ion trap spectrometry, 581
Photodissociation of small group-11 metal cluster ions: fragmen-
tation pathways and photoabsorption cross sections, 614
Photoinduced changes, in metal-ion complexes of spirobenzopy-
ran derivatives, evaluating by ESI-MS, 1110
Picolinyl esters, of bacterial fatty esters, 58
PittCon 2003 review, 542
Plant virus, identification from infected plants, investigative
proteomics in, 736
Plasma source mass spectrometry, 171
Polarizable ions, collision rate constants for, 501
Poly(dimethyl siloxanes), comparative studies of, 195
Polyatomic fragment losses, atomic fragment losses slower than,
136
Polyatomic ions, collisions with surfaces, 1360
Polycyano push-pull pentadienes, from cycloalkylidene malonic
acids, EI-MS of, 189
Polycyclic aromatic hydrocarbons, in solid matrices, 562
Polyesteramides, hyperbranched, ECD and CAD-MS of, 332
Polyfluorinated chemicals, ionization pathways of, environmen-
tal atmospheric pressure and, 1177
Polymerase chain reaction-mass spectrometry-based analyses,
Thermococcus kodakaraenis (KOD) DNA polymerase for,
601
Polymers, bis(imidazole-1-carboxylate) end-functionalized,
MALDI-MS study of, 117
Polystyrenes, end-functionalized, MALDI-MS of, 648
Post-source decay MALDI-TOFMS, phosphatidylcholine struc-
tural analysis by, 373
Precise peptide sequencing and protein quantification in the hu-
man proteome through in vivo lysine-specific mass tag-
ging, 1
Probing isomeric differences of phosphorylated carbohydrates
through the use of ion/molecule reactions and FTICR-
MS, 323
Propene loss, from propolypyridines, deuteron transfer initia-
tion of, 1166
Propolypyridines, propene loss from, deuteron transfer initia-
tion of, 1166
Protein
antibiotic linked to, released by ECD-FTICR-MS, 302, 682
carbon isotope ratio determination in, ICP-MS for, 295
Protein and proteome research, MS journey into, 685
Protein identification, origins of peptide mass fingerprinting,
931
Protein modification by 4-hydroxy-2-nonenal and other short
chain aldehydes analyzed by ESI-MS/MS, 215
Protein quantification
in human proteome, lysine-specific mass tagging in, 1
lysine-specific mass tagging in, in human proteome, 1
ProteinChip array SELDI-TOFMS to identify thymosin -4, a
differentially secreted protein from lymphoblastoid cell
lines, 760
Protein-ligand complexes, noncovalent, confirming binding sites
and tertiary structure of, MS for, 460
Protein-protein interaction, allosteric inhibition of, MS of, 8
Proteome, human, peptide sequencing and protein quantifica-
tion in, 1
Proteomics
in analysis of chromatin-associated factors, 687
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in analysis of Pseudomonas aeruginosa grown under magne-
sium limitation, 742
analysis using accurate mass and elution time peptide tags
with capillary LC TOFMS, 980
comparative, trypsin-catalyzed 16O-to-18O exchange for, 704
complementary nature of LC-MALDI-MS/MS and LC-ESI-
MS/MS in, 971
complex component analyses in, 728
de novo peptide sequencing in, MALDI-quadrupole ion trap
MS for, 1012
investigative, of unknown plant virus from infected plants,
736
ligand-induced site-specific phosphorylation of EGF receptor
in, 1022
negative signature mass algorithm in, 1032
on-line strong cation exchange -HPLC-ESI-MS/MS for pro-
tein identification and process optimization in, 719
peptide mass fingerprinting in
mass assignment from, 943
origins of, 931
peptide mass mapping and protein analysis in, matrix mix-
ture for MALDI-MS in, 992
protein complex analysis in, multidimensional nano-HPLC
for, 1003
research in, MS in, 685
two-dimensional gel proteins in, identification by MALDI-
TOF or -LC-ESI MS/MS, 956
Proton complexes, of di-o-benzoyl-tartaric acid dibutyl ester and
L-tryptophan, in gas phase, chiral recognition characteris-
tics of, 571
Protonated amine/polyether complexes, in quadrupole ion trap,
threshold dissociation energies of, 383
Protonated H-Gly-Gly-Sar-OH and H-Gly-Sar-Sar-OH, fragmen-
tation pathways of, 1454
PSD. See Post-source decay entries
Pseudomonas aeruginosa, grown under magnesium limitation,
proteomic analysis of, 742
Pyridine, gas phase interaction with ionized nitrile sulfides, 241
Pyridinium ions, homolytic cleavages in, 790
Quadrupole. See also Tandem quadrupole-MS
Quadrupole ion trap
H/D exchange of gas phase bradykinin ions in, 85
heavy gases in, using static pressures of, 1099
linear, axial ejection from, 1130
protonated amine/polyether complexes in, threshold dissocia-
tion energies of, 383
Quadrupole ion trap-MS
fast excitation CID in, 785
ion motion in, analytical description of, 818
Quadrupole MS, dual, peptide sequencing using, 1387
Quadrupole TOFMS
of diazinon photocatalytic degradation products, 803
high resolution, of glycopeptides, 777
noise filtering techniques for, 766
Quantitative evaluation of noncovalent chorismate mutase in-
hibitor binding by ESI-MS, 1470
Quantitative proteomic analysis of chromatin-associated factors,
696
Radio frequency multipoles, charge state selection in, 1229
Rapid and sensitive differentiation of anomers, linkage, and po-
sition isomers of disaccharides using FAIMS, 265
Rapid and sensitive identification of epitope-containing peptides
by direct MALDI MS/MS of peptides affinity-bound to
antibody beads, 1076
Recognition and quantification of binary and ternary mixtures
of isomeric peptides by the kinetic method: metal ion and
ligand effects on dissociation of metal-bound complexes,
152
Reduction of Cu(II) in MALDI-MS, 42
Resonant excitation in a low pressure linear ion trap, 622
Resorcarene capsules, ammonium ion-mediated, ESI-FRICRMS
study of, 143
Review, of PittCon 2003, 542
Role of acidic residues and sodium ion adduction on gas phase
H/D exchange of peptides and peptide dimers, 1477
SELDI-TOF MS. See Surface enhanced laser desorption/ioniza-
tion-TOF MS
Selenium, loss from selenoproteins, 593
Selenocysteine, conversion to dehydroalanine, 593
Separation and identification of DMPO adducts of oxygen-cen-
tered radicals formed from organic hydroperoxides by
HPLC-ESR, ESI-MS, and MS/MS, 862
Sequence confirmation of modified oligonucleotides using
IRMPD in external ion reservoir of ESI-FTICR spectrome-
ter, 825
Siloxane bond cleavage, endgroup-assisted, in gas phase, 1039
Silver CIS-MS, in analysis of unsaturated compounds, 872
Simultaneous or scanning data acquisition: a theoretical compar-
ison relevant to ICP sector-field mass spectrometers, 227
Slower atomic than polyatomic fragment losses, 136
Sludge, nonylphenol carboxylates in, LC-ES-MS/MS of, 516
Sodium ion adduction, in gas phase H/D exchange of peptides
and peptide dimers, 1477
Solution flow rates, in nano-ESI-MS, analyte ion signals and, 492
Solution phase, noncovalent interactions in, ESI-MS diffusion
measurements of, 430
Spatial profiling invertebrate ganglia using MALDI-MS, 752
Spirobenzopyran derivatives, metal-ion complexes of, evaluating
photoinduced changes by ESI-MS, 1110
Static pressure, of heavy gases in quadrupole ion trap, 1099
Stereospecific fragmentations in the mass spectra of stereoiso-
meric isoindoloquinazolines, 1049
Strong cation exchange -HPLC-ESI-MS/MS, on-line, 719
Structural analysis of phosphatidylcholines by PSD MALDI-
TOFMS, 373
Sugar-sugar complexes, noncovalent, infrared atmospheric pres-
sure MALDI of, 1158
Sulfation positions, in chondroitin sulfate oligosaccharides,
MS/MS of, 1270
Suppression of the lower charge state ions in the external accu-
mulation radio frequency multipole with a reduced trap-
ping DC potential, 1229
Surface enhanced laser desorption/ionization-TOFMS, Protein-
Chip, thymosin -4 identification by, 760
Surface-bound proteins, digestion of, 203
Surface-induced dissociation
N-protonated diglycine, collision energy effect on, 1402
peptide sequencing using, 1387
Surface-induced dissociation of peptide ions: kinetics and dy-
namics, 1340
Tandem mass spectrometry. See also Electrospray ionization-
MS/MS
chemical ionization with, internal energy deposition in, 102
for comparative proteomics, trypsin-catalyzed 16O-to-18O ex-
change in, 704
for determination of sulfation positions and uronic acid
epimerization in chondroitin sulfate oligosaccharides,
1270
in fragmentation and assignment of crosslinked peptides, 834
of metal nitrate negative ions produced by ESI, 671
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in separation and identification of oxygen-centered radical
DMPO adducts, 862
Tandem quadrupole mass spectrometry, of phosphatidylcho-
lines, fragmentation processes in, 352
Termolecular ion-molecule reactions in Titan’s atmosphere:
search made at up to 1 micron in pure hydrocarbons, 900
Tests, for identification of compound from mass spectrum, 262,
264
Thermococcus kodakaraenis (KOD) DNA polymerase, for PCR-
mass spectrometry based analyses, 601
Threshold dissociation energies of protonated amine/polyether
complexes in quadrupole ion trap, 383
Thymosin -4, identification by ProteinChip SELDI-TOFMS,
760
Time-of-flight MS. See also Gel permeation chromatography-
MALDI-TOFMS; Hadamard transform-TOFMS; Quadru-
pole TOFMS
electrospray quadrupole, noise filtering techniques for, 766
incorporation with LC-IMS-CID techniques, 1242
Tirapamazine and metabolites, MS study of, 881
Titan’s atmosphere, pure hydrocarbons, ion-molecule reactions
in, 900
TOFMS. See Time-of-flight MS
Top down characterization of secreted proteins from Mycobacte-
rium tuberculosis by ECD-MS, 253
Toxicological screening, LC-ES-MS vs HPLC-DAD for, 14
Transferrins, mass spectrometry of, 635
Trinucleotides, deprotonated, gas phase conformations of, 161
Trypanosoma brucei, complex component analyses in, 728
Trypsin-catalyzed 16O-to-18O exchange for comparative pro-
teomics: MS/MS comparison using MALDI-TOF, ESI-
QTOF, and ESI-ion trap mass spectrometers, 704
Tryptophan
metal and proton complexes of, in gas phase, chiral recogni-
tion characteristics of, 571
oxidation products and free radicals of, identification by MS,
406
Two-dimensional electrophoresis, proteins separated by, peptide
mass fingerprints from, 943
Two-dimensional gel proteins, identification by MALDI-TOF or
-LC-ESI MS/MS, 956
Uranyl cation, CID pathways containing, 1205
Uronic acid epimerization, in chondroitin sulfate oligosaccha-
rides, MS/MS of, 1270
Use of double-depleted 13C and 15N culture media for analysis
of whole cell bacteria by MALDI TOF and FTMS, 1306
Use of static pressures of heavy gases within a quadrupole ion
trap, 1099
Vinylchloride, vinylbromide, vinyliodide, long-lived excited
electronic states of, 110
Water
elimination from GlyGlyH carboxyl group, 1192
nonylphenol carboxylates in, LC-ES-MS/MS of, 516
Weighted two-band target entropy minimization for the recon-
struction of pure component mass spectra: simulation
studies and application to real systems, 1295
Yeast hexokinase, MS-based assays of, 173
Zwitterion formation, of deprotonated trinucleotides, 161
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